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Species Gene Symbol Gene ID GenBank Accession Transcript
Human MAD2L1 4085 BC000356 NM_002358
About the gene
Official Symbol MAD2L1
Previous Symbol -
Official Full Name | mitotic arrest deficient 2 like 1
Synonyms MAD2; HSMAD2
Location 4q27
Gene Type protein-coding gene
Uniprot ID Q13257
Pathway/Library others
MAD?2L1 is a component of the mitotic spindle assembly checkpoint that prevents the onset of anaphase
Gene Summary until all chromosomes are properly aligned at the metaphase plate. MAD2LI1 is related to the MAD2L2
gene located on chromosome 1. A MAD2 pseudogene has been mapped to chromosome 14.
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 132/
0222 T = -HE R R (100X) 100ml
D0508S/M i PR 21 2 4 R A Ao U ) 25/100%
D7080S/M/L T7 Endonuclease T (CRISPRZ5:3% [K] 2845 %5 52 F) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride ("M 2 %) 10mg/mlx 1ml
ST551-50mg Puromycin Dihydrochloride (FEM4 2% %) 10mg/mlIx5ml
ST551-250mg Puromycin Dihydrochloride (FEM4 2% %) 250mg
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